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Detailed protocol 


Dear Dr. Joey Ying Zhou, 

Thanks for your letter! 

We had provided the description both in supplemental material and read me files. 

Please find it in: 

Model fitting was performed using the Metropolis—Hastings Markov chain Monte Carlo (MCMC) algorithm with the MATLAB (version R2016b) toolbox DRAM 
(Delayed Rejection Adaptive Metropolis). 

Notes on the code (https://github.com/huaiyutian/COVID-19_TCM-50d_China) 

To run, you need a Matlab toolbox called "DRAM": DRAM is a combination of two ideas for improving the efficiency of Metropolis-Hastings type Markov chain 
Monte Carlo (MCMC) algorithms, Delayed Rejection and Adaptive Metropolis. This page explains the basic ideas behind DRAM and provides examples and 
Matlab code for the computations.(see http://helios.fmi-fi/~lainema/dram/). 

Please do not hesitate to contact me if you have any questions. 

Best, 

Huaiyu 
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